Related literature
For background on the influence of substituents upon the supramolecular structures of hydrazones, see: Glidewell et al. 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
The use of the EPSRC X-ray crystallographic service at the University of Southampton, England, and the valuable assistance of the staff there is gratefully acknowledged. JLW acknowledges support from CAPES (Brazil). We also thank the Ministry of Higher Education (Malaysia) for funding structural studies through the High-Impact Research scheme (UMÁC/HIR/MOHE/SC/12). The crystal structure of the title compound (I), has been determined in connection with on-going investigations into the structural chemistry of hydrazones, focusing in particular upon the influence of substituents upon their supramolecular structures, with a special emphasis on derivatives having potential biological activities. These studies have included investigations on substituted phenylhydrazines with substituted benzaldehydes (Glidewell et al., 2004; Ferguson et al., 2005) and 2-hydroxyacetophenone (Baddeley et al., 2009 ).
In (I) (Fig. 1) , the dihedral angle between the benzene rings is 3.22 (15)°, indicating an approximately planar molecule.
The nitro group is co-planar with the benzene ring to which it is bonded as seen in the value of the O3-N3-C10-C9 torsion angle of -2.8 (4)°. The hydroxy group forms an intramolecular hydrogen bond with the imine-N1 atom, Table 1 .
The configuration about the N1═C7 imine bond [1.305 (3) Å] is E.
With the exception of the O1w-H2w···O4
iii hydrogen bond, all the interactions listed in Table 1 
Experimental
A solution of 2-nitrophenylhydrazine and 2,6-dihydroxyacetophenone (2 mmol each) in ethanol (20 ml) was refluxed for 1 h, rotary evaporated and the residue recrystallized from methanol, m.p. 452-454 K.
Refinement
The C-bound H atoms were geometrically placed (C-H = 0.95-0.98 Å) and refined as riding with U iso (H) = 1.2-1.5U eq (C). The O-and N-bound H atoms were located from a difference map and refined with the distance restraints O-H = 0.84±0.01 and N-H = 0.88±0.01 Å, and with U iso (H) = zU eq (carrier atom); z = 1.5 for O and z = 1.2 for N.
Computing details
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT (Hooft, 1998 
Figure 1
The molecular structures of the constituents of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x+2, −y, −z+2; (ii) −x+1, −y, −z+1; (iii) x+1/2, −y+1/2, z+1/2; (iv) x−1/2, −y+1/2, z−1/2.
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